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News from here and there
Medecins Sans Frontieres research now available

free on the web
Concerned that health professionals in developing countries would
not be able to pay for access to medical research and would miss
information that could be highly relevant, the international medical
humanitarian organization, Medecins Sans Frontieres (MSF) has
launched a website on which published research based on its
medical work is made available for free. This research database
contains some pioneering work on a wide variety of diseases in
many countries; some of these have influenced clinical practice.
MSF’s pioneering work in treating populations with HIV using
antiretroviral medications and treating of malaria with artemisinin
are well-known examples. With this launch, MSF hopes that
health professionals, policy-makers and researchers, especially
those in developing countries, will now have easier access to the
results of MSF’s field research.

MSF is in the process of archiving all its peer-reviewed
research and commentary articles on the site. At the time of the
launch, there were over 350 articles on HIV care, malaria,
tuberculosis, leishmaniasis and other diseases, as well as more
general topics such as medical care in emergencies, refugee health
and health politics. The articles have been published in journals
such as the BMJ, New England Journal of Medicine, PloS Medicine,
Lancet and Transactions of the Royal Society of Tropical Medicine
and Hygiene. New articles will be archived on the site as and when
they are published.

The new website at http://fieldresearch.msf.org requires no
password or sign up and full-text articles are available for free.
The articles are easily accessed through the site’s search function,
and also through search engines such as Google or Yahoo. There
is a provision of RSS feed through which users can choose to be
notified of new publications on the site.

ANIMESH JAIN, Mangalore, Karnataka

Ambulance services in Tamil Nadu
The Government of Tamil Nadu has signed a memorandum of
understanding with the promoters of Satyam Computers to provide
ambulance services throughout the state. The system will not
charge the patient. It is not yet clear if the government will provide
financial assistance or if the entire bill will be picked up by
Satyam. The new system is slated to become operative from
September 2008. The Emergency Medical Rescue Initiative
(EMRI) will reach an ambulance to the emergency site within
5 minutes of the call. The system will use the Global Positioning
Technology to track the call, and will send the vehicle along with
trained personnel to the site. The system has already been tried out
successfully in Andhra Pradesh. I visited the headquarters of the
EMRI in Hyderabad and saw the working of the system. The
ambulances have been especially modified to handle common
emergencies. There is space, not only for the rescue staff but also
for a companion of the rescued person. This is an important
requirement in the social norms of India. In Andhra Pradesh, the
EMRI and the government have an agreement with several hospitals
in the private sector to provide free care for 24 hours, so that the

patient need not be transported long distances. After the patient is
stabilized, the family can decide if they want to continue in the
private hospital or move to a government hospital.

At present, the ambulance services in Tamil Nadu are
inadequate. Hopefully, the EMRI will change this to a reasonably
good level of sophistication and care.

GEORGE THOMAS, Chennai, Tamil Nadu

Haemopurifier aimed at treating HIV/AIDS:
Clinical trial to begin in September at two sites

The clinical trial of a medical device created to provide real-time
therapeutic filtration of infectious viruses and immunosuppressive
proteins is scheduled to begin in September 2008 at two Indian
sites. Manufactured by a US-based company, Aethlon Medical
Inc., this trial will be the first-in-human studies of the device. The
device is projected to remove HIV strains that cause drug failure
and reduce the presence of viral proteins that kill immune cells.
This could potentially increase the life span of patients with HIV/
AIDS, especially because drug resistance is a major problem.

The trial to clinically validate the device will be carried out at
the Jattinder Gambhir Hospital in Punjab and at the Bhavani
Hospital in Bihar. Aethlon previously tested the safety of the
device in a human study at the Apollo Hospitals in Delhi.

The haemopurifier aims to provide real-time therapeutic
filtration of infectious viruses and immunosuppressive particles,
and is positioned to address the treatment of drug and vaccine-
resistant viruses. Aethlon Inc. also claims that research studies
have verified that the Haemopurifier is able to capture immuno-
suppressive particles secreted by tumours. The device has been
designed to act both as a stand-alone therapy and as an adjunct
treatment to enhance the clinical benefit of established therapies.
Preclinical studies have also shown promise in capturing from
circulation the viruses that constitute pandemic threats, including
H5N1 avian influenza (bird flu) and dengue haemorrhagic fever.

ANANT BHAN, Pune, Maharashtra

New projects for rapid diagnosis of
multidrug-resistant tuberculosis (MDR-TB)

In low-resource countries, people with MDR-TB will be diagnosed
within 2 days, rather than the usual 2–3 months, thanks to two new
initiatives unveiled on 30 June 2008 by WHO, the Stop TB
Partnership, UNITAID and the Foundation for Innovative New
Diagnostics (FIND).

MDR-TB is a form of TB that responds poorly to standard
treatment because of resistance to first-line drugs—isoniazid and
rifampicin. At present, it is estimated that only 2% of MDR-TB
cases worldwide are being diagnosed and treated appropriately,
mainly because of inadequate laboratory services. This initiative
should increase that proportion at least 7-fold over the next
4 years, i.e. to 15% or more.

The initiative comes soon after WHO recommended ‘line
probe assays’ for the rapid diagnosis of MDR-TB worldwide.
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This policy change was driven by data from recent studies,
including a large field trial conducted by FIND together with
South Africa’s Medical Research Council and National Health
Laboratory Services. The trial produced evidence for the reliability
and feasibility of using line probe assays under routine conditions.

The proposal consists of two parts. The first, made possible
through US$ 26.1 million in funding from UNITAID, will introduce
rapid, new molecular tests known as line probe assays to diagnose
MDR-TB in less than 2 days. Over the next 4 years, as laboratory
staff are trained, laboratory facilities enhanced and new equipment
delivered, 16 countries—Azerbaijan, Bangladesh, Côte d’Ivoire,
the Democratic Republic of Congo, Ethiopia, Georgia, Indonesia,
Kazakhstan, Kyrgyzstan, Lesotho, Republic of Moldova,
Myanmar, Tajikistan, Ukraine, Uzbekistan, Viet Nam—will begin
using rapid methods to diagnose MDR-TB, including line probe
assays. These countries will receive the diagnostic tests through
the Stop TB Partnership’s Global Drug Facility, which provides
countries with both drugs and diagnostic supplies.

Under a second, complementary agreement with UNITAID
for US$ 33.7 million, the Global Drug Facility will boost the
supply of drugs needed to treat MDR-TB in 54 countries, including
those receiving the new diagnostic tests. This project is also
expected to achieve price reductions of up to 20% for second-line
anti-TB drugs by 2010. All the countries receiving this assistance
have met WHO’s technical standards for managing MDR-TB and
already have treatment programmes in place. Some will use grants
from the Global Fund against AIDS, Tuberculosis and Malaria to
purchase the drugs.

In developing countries (including India) most TB patients are
tested for MDR-TB only after they fail to respond to standard
treatments. After that, it generally takes 2 months or more to
confirm the diagnosis. During this period, patients can spread
MDR-TB to others. They may also die before the results are known,
especially if they in addition have HIV infection.

PRABHA DESIKAN, Bhopal, Madhya Pradesh

Significant genetic diversity in India, according to a new study
A consortium of scientists in India has reported the findings from
a large study looking at genetic variations in various ethnic groups
in the Indian population. The findings of the first phase of the
study were published in the April 2008 issue of the Journal of
Genetics. The research, conducted as part of the Indian Genome
Variation Consortium (IGVC), involved anthropologists and over
150 scientists drawn from 6 laboratories of the Council of Scientific
and Industrial Research (CSIR); the Indian Statistical Institute
(ISI), Kolkata; and The Centre for Genomic Application (TCGA),
a partnership between the CSIR and the Chatterjee Group of
Kolkata. The consortium is led by Samir Brahmachari, Director
General of the CSIR and former Director of the Institute of
Genomics and Integrative Biology—one of the CSIR institutes
involved, and the project’s nodal institution.

Started in 2002, the consortium was formed in response to
the International HapMap Project, a partnership of scientists
and funding agencies from Canada, China, Japan, Nigeria, the
UK and USA to develop a global public resource that will
help researchers find genes associated with human disease and
their response to pharmaceuticals. The DNA samples for the
International HapMap project came from Chinese, Japanese,
Caucasian and African individuals, but did not include Indians.

The IGVC has mapped nearly 1871 human genomes, sourced
from 55 endogamous (pertaining to a community, clan or tribe)
populations. These were sampled from the approximately 28 000
endogamous populations within India, with the study design
aiming for these to be representative of a quarter of India’s genetic
diversity.

The data were obtained by genotyping 1871 samples drawn
from the 54 distinct ethnic groups that represent the 4 major
linguistic groups: Indo-European (including languages such as
Hindi and Marathi), Dravidian (including languages such as
Tamil and Kannada), Austro-Asiatic (dialects such as Nicobarese
and Khasi), and Tibeto-Burman (Tibetan dialects and Lepcha of
Arunachal Pradesh) as well as the 6 geographical areas of the
country (north, south, east, west, central and north-east) and the
one outgroup known to be of Negroid origin.

The IGVC approach focused on a smaller set of apparently
‘functional’ genes—because of the suggested disease linkages—
and was carried out at about one-twentieth of the cost of the
International HapMap study. The findings from the study will feed
into the emerging field of pharmacogenomics, with drug development
being tailored to the needs of a specific genetic make-up.

The first phase of the study has revealed clusters of populations
showing significant genetic differences between them in the
frequencies of disease-associated genetic markers and that there
is a strong association between the geographical/linguistic profiles
in the country and these clusters or groups. The genetic variation
across population groups was studied on the basis of data from
single nucleotide polymorphisms (SNPs) in the genes that are
known to be markers for certain diseases. Earlier studies in India
have mostly used mitochondrial DNA, which is inherited from
the mother.

Genetic diversity was found to be significant, as comparison on
the basis of a few loci alone in the samples revealed a very high
degree of differentiation, which was comparable in magnitude to
that observed among continental populations. The Indian population
was found to include groups that show genetic affinities to the
populations of Central Europe, China and Japan and are genetically
well separated from the rest of the Indian groups. An Indian
Genome Variation database (IGVdb) has been created through
profiling the population on the basis of changes, or polymorphisms,
in genes with established or suggested disease linkages.

The first phase of the study has been completed, the second
phase is under way and data are being analysed. Plans are afoot to
start the third phase soon which would focus on the important
public health question of whether it is possible to identify
populations which might be susceptible to complex disorders,
poor drug response and predisposition to infectious diseases
through the study.

Professor Partha P. Majumder (Anthropology and Human
Genetics Unit, ISI, Kolkata) and one of the senior scientists
involved in the IGVC told me, ‘The data generated in this project
have revealed that there are considerable differences within India
in the frequencies of genes related to diseases and responses to
drugs. This has obvious implications on the epidemiology of
diseases and drug responses. The predictions on epidemiology
that can be made using the IGVC data will be helpful in putting
appropriate health infrastructure in place, after the predictions are
tested on an independent sample of individuals.’

ANANT BHAN, Pune, Maharashtra


